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Powered by the synergy of a high-resolution quadrupole mass filter, the Thermo Scientific™ 

Orbitrap™ mass analyzer and the novel Thermo Scientific™ Astral™ mass analyzer, this 

revolutionary new instrument achieves unsurpassed performance 

and experimental flexibility. The combination of the three mass 

analyzers enables the rapid acquisition of exceptional quality high 

resolution accurate mass (HRAM) spectra with high sensitivity  

and dynamic range. The new performance characteristics of  

the Thermo Scientific™ Orbitrap™ Astral™ mass spectrometer  

make it ideally suited for accurate and precise quantitation at an 

unprecedented depth of coverage and throughput for samples 

from single cells to body fluids to bulk tissues.
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Analysis for Biomarker Discovery

Amirmansoor Hakimi, Eugen Damoc, Tabiwang N. Arrey, Philip L. Loziuk, 
David Horn, Amarjeet Flora, and Sally Webb

Rethink What is Possible with 
the Orbitrap Astral Mass 
Spectrometer

Vlad Zabrouskov, Eugen Damoc, 
Tabiwang N. Arrey, Anna Pashkova, 
Martin Zeller, Christian Hock, Hamish 
Stewart, and Daniel Hermanson

Simultaneous Quantitation and 
Discovery (SQUAD) Analysis: 
Combining Targeted and 
Untargeted Metabolomics on 
Orbitrap-Based Mass 
Spectrometers

Bashar Amer, Julian Saba, Rahul R. 
Deshpande, and Susan S. Bird

Single-cell proteomics

Deeper Proteome Coverage and Faster Throughput 
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https://assets.thermofisher.com/TFS-Assets/CMD/Technical-Notes/tn-002255-ms-proteome-coverage-orbitrap-astral-tn002255-na-en.pdf
https://assets.thermofisher.com/TFS-Assets/CMD/Application-Notes/an-002252-ov-new-standards-plasma-proteomics-an002252-na-en.pdf
https://assets.thermofisher.com/TFS-Assets/CMD/Reference-Materials/wp-001800-ms-orbitrap-astral-mass-spectrometer-wp001800-en.pdf
https://assets.thermofisher.com/TFS-Assets/CMD/Reference-Materials/wp-002540-squad-analysis-metabolomics-orbitrap-wp002540-na-en.pdf
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https://www.thermofisher.com/us/en/home/global/forms/industrial/hpc-profiling-quantitation-gene-therapy-products-with-orbitrap-astral-mass-spectrometer.html
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Thermo Scientific™ 
AccelerOme™ automated 

sample preparation 
platform 

Easy to use, reproducible 
sample preparation

Thermo Scientific™  
µPAC™ Neo HPLC  

columns

Excellent performance and 
reproducibility with a  

long lifetime

Thermo Scientific™  
Orbitrap™ Astral™ 

mass spectrometer 

Redefines MS-based 
proteomics analyses

Thermo Scientific™ 
Vanquish™ Neo  
UHPLC system

Flexible, high performance 
from nano- to capillary  

flow rates

Thermo Scientific™ 
FAIMS Pro Duo 

interface

Reduces matrix 
inferences, increases 
workflow robustness

 Thermo Scientific™ 
Proteome Discoverer™ 
software powered by 
Thermo Scientific™  

Ardia™ Platform

Central data storage, 
automated data processing, 

tools for instrument, data  
and user management 

Rethink what is possible  
with novel technology
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Scientific products. It is not intended to encourage use of these products in any manner that might infringe the intellectual 
property rights of others. Specifications, terms and pricing are subject to change. Not all products are available in all 
countries. Please consult your local sales representative for details. XX002681-EN 0124M

 Learn more at thermofisher.com/OrbitrapAstral

Next generation end-to-end workflows, sample to knowledge solutions

http://thermofisher.com/OrbitrapAstral
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